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His-t ag D291-9 M 291-10

V5-tag M 167-9 M 167-10

HA-t ag
 M 132-9 M 132-10

 M 180-9 M 180-10

E-t ag M 198-9 M 198-10
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p=0.001

37%

54%

47%

p=0.008

32%

19%

31%
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���I���K�������(�2�%���H�E�Q�E�K�I�
���X�S���M�R�H�Y�G�I���G�I�P�P���G�]�G�P�I���E�V�V�I�W�X���S�V���E�T�S�T�X�S�W�M�W�����T�������Q�Y�X�E�R�X�W���J�S�Y�R�H���M�R���X�Y�Q�S�V�W��
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�(�E�X�E���O�M�R�H�P�]���T�V�S�Z�M�H�I�H���F�]���(�V�����,�M�H�I�E�O�M���7�L�M�Q�E�H�E
�����8�S�L�S�� �9�R�M�Z�I�V�W�M�X�]�� �3�Q�S�V�M���1�I�H�M�G�E�P���'�I�R�X�I�V�


�(�E�X�E���O�M�R�H�P�]���T�V�S�Z�M�H�I�H���F�]���(�V�����%�O�M�L�M�O�S���8�E�O�I�H�E��
���7�E�M�X�E�Q�E���1�I�H�M�G�E�P���9�R�M�Z�I�V�W�M�X�]�


�(�E�X�E���O�M�R�H�P�]���T�V�S�Z�M�H�I�H���F�]���(�V�����,�M�H�I�E�O�M���7�L�M�Q�E�H�E�����8�S�L�S���9�R�M�Z�I�V�W�M�X�]���3�Q�S�V�M���1�I�H�M�G�E�P���'�I�R�X�I�V�


�)�W�S�T�L�E�K�I�E�P���G�E�V�G�M�R�S�Q�E �'�S�P�S�R���G�E�V�G�M�R�S�Q�E



�-�(�,���%�2�8�-�&�3�(�-�)�7������

�(�E�X�E���O�M�R�H�P�]�� �T�V�S�Z�M�H�I�H���F�]�� �(�V���=�Y�O�M�R�E�V�M���/�E�X�S�����8�S�L�S�O�Y���9�R�M�Z�I�V �W�M�X�]�� �7�G�L�S�S�P���S�J���1�I �H�M�G�M�R�I��

�� �� �� ���� �7�T�I�G�M�I�W����
�'�S�H�I���2�S���� �� �4�V�S�H�Y�G�X���2�E�Q�I�� �'�P�S�R�I�� ���6�I�E�G�X�M�Z�M�X�M�I�W�� �%�T�T�P�M�G�E�X�M�S�R��
�(������������ �E�R�X�M���-�(�,�����6�������,���Q�%�F�� �,�1�E�F������ �,�Y�� �;�&�����-�4�4�����-�'�'�����-�,�'

�(������������ �E�R�X�M���-�(�,�����6�������+���Q�%�F�� �+�1�E�F���V���� �,�Y�� �;�&�����-�'�'

�(������������ �E�R�X�M���-�(�,�����Q�%�F�� �6�G�1�E�F������ �,�Y�� �;�&�����-�'�'
�(������������ �E�R�X�M���-�(�,�����Q�%�F�� �6�1�E�F�������� �,�Y�����,�E�Q�� �;�&�����-�4�4�����-�'�'

�(������������ �E�R�X�M���-�(�,�����6�������/���Q�%�F�� �/�1�E�F������ �,�Y�� �;�&
�(������������ �E�R�X�M���-�(�,�����6�������1���Q�%�F�� �1�1�E�F������ �,�Y�� �;�&�����-�'�'�����-�,�'
�(������������ �E�R�X�M���-�(�,�����6�������;���Q�%�F�� �;�1�E�F������ �,�Y�� �;�&�����-�'�'�����-�,�'

�%�R�X�M���-�(�,�����6�������,��
���'�S�H�I���2�S�����(�����������


�,�Y�Q�E�R���E�R�E�T�P�E�W�X�M�G��
�S�P�M�K�S�E�W�X�V�S�G�]�X�S�Q�E

�%�R�X�M���-�(�,�����6�������7��

�,�Y�Q�E�R���E�R�E�T�P�E�W�X�M�G��
�S�P�M�K�S�E�W�X�V�S�G�]�X�S�Q�E

�%�R�X�M���-�(�,��

�,�Y�Q�E�R
�K�P�M�S�F�P�E�W�X�S�Q�E

�%�R�X�M���-�(�,�����6�������1
���'�S�H�I���2�S�����(�����������


�,�Y�Q�E�R
�K�P�M�S�Q�E

�%�R�X�M���-�(�,�����6�������;
���'�S�H�I���2�S�����(�����������


�,�Y�Q�E�R
�K�P�M�S�Q�E

Astrocytoma
Choroid Plexus papilloma

Pontine glioma

Ependymoma

Oligodendroglioma

Polycystic astrocytoma (grade I )

Low-grade astrocytoma (grade II )

Anaplastic astrocytoma (grade III )

Glioblastoma multiforme (grade IV )

�-�(�,������ �-�(�,���� �Q�Y�X�E�X�M�S�R�W�� �L�E�Z�I�� �F�I�I�R�� �J�S�Y�R�H�� �M�R�� �T�E�X�M�I�R�X�W�� �[�M�X�L�� �E�G�Y�X�I�� �Q�]�I�P�S�M�H�� �P�I�Y�O�I�Q�M�E���� �[�L�M�P�I��

�-�(�,�������� �Q�Y�X�E�X�M�S�R�W���L�E�Z�I�� �F�I�I�R�� �J�S�Y�R�H�� �M�R���Q�Y�P�X�M�T�P�I�� �W�X�E�K�I�W�� �S�J�� �F�V�E�M�R�� �X�Y�Q�S�V�W�� �W�Y�G�L�� �K�P�M�S�Q�E�� �E�R�H��

���6�������,���� �6�������7���� �6�������+�
�� �E�R�H�� �-�(�,���� ���6�������/���� �6�������1���� �6�������;�
�� �[�L�M�G�L�� �G�E�R�� �F�I�� �Y�W�I�H�� �X�S�� �H�I�X�I�G�X

�Q�Y�X�E�X�I�H���-�(�,�W���M�R���W�T�I�G�M�Q�I�R�W���S�J���P�S�[���X�Y�Q�S�V���S�G�G�Y�T�E�R�G�]��



���������� �*�%�1���(���,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P
���������� �2�+�%�0���,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P

�/�M�X�� �������[�I�P�P
���������� �1�-�'�&���,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P
���������� �;�*�(�'�������,�)���
���,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P
���������� �0�=�4�(���&���,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P
���������� �6�)�+�����,�Y�Q�E�R���%�W�W�I�Q�F�P�]���)�0�-�7�%���/�M�X�� �������[�I�P�P

���������� �7�8�����,�Y�Q�E�R���)�0�-�7�%���/�M�X�� �������[�I�P�P

�7�������4���)�0�-�7�%���/�-�8
���'�S�H�I���2�S�����'�=�����������


�I�\�T�V�I�W�W�I�H�� �M�R�� �X�M�W�W�Y�I�W�� �S�J���T�E�X�M�I�R�X�W���[�M�X�L
�� �T�E�R�G�V�I�E�X�M�G���G�E�R�G�I�V��

�P�]�W�E�X�I�� �E�R�H���G�I�P�P���G�Y�P�X�Y�V�I���W�Y�T�I�V�R�E�X�E�R�X�W��

�6�)�+�����'�S�R�G�I�R�X�V�E�X�M�S�R���S�J���G�Y�P�X�Y�V�I���W�Y�T�I�V�R�E�X�E�R�X�W

�6�)�+�����M�R���X�L�I���W�I�V�Y�Q���S�J���L�I�E�P�X�L�]���H�S�R�S�V�W
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������

�.�Y�V�O�E�X

�'�I�P�P���0�]�W�E�X�I

�1�6�'�� �,�0������ �,�I�0�E �7�E�S�W�� �1�'�*��

�'�Y�P�X�Y�V�I���7�Y�T��
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Sample No.

�� �� �� �� �� �� �� �� �� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ���� ����
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�7�I�V�M�R�I���8�L�V�I�S�R�M�R�I���/�M�R�E�W�I���%�W�W�E�]���/�M�X�W�8�]�V�S�W�M�R�I���/�M�R�E�W�I���%�W�W�E�]���/�M�X�W

�4�L�S�W�T�L�E�X�E�W�I���%�W�W�E�]���/�M�X�W

�'�H�G�����%�� �'�H�M���/�%�4�� ��
�'�H�G�����&�� �0�1�;���4�8�4���%�'�4��
�'�H�G�����'�� �4�8�4���&��
�'�H�G�������'�S�Q�F�S�� �8�'���4�8�4

�G���7�V�G�� �0�G�O���T����
�)�T�L���%���� �4�]�O��
�*�+�*�6������ �8�V�O�%
�1�I�X�� �;�I�I��

�%�/�8���4�/�&�� �,�Y�Q�E�R���1�T�W�����8�/�/
�%�1�4�/�� �T����
�%�Y�V�S�V�E�� �4�(�/��
�%�Y�V�S�V�E���J�E�Q�M�P�]���4�M�Q����
�'�E�1���/�M�R�E�W�I���-�-�� �4�/�'���7�Y�T�I�V���*�E�Q�M�P�]
�'�H�G���'�]�G�P�M�R���&�� �4�S�P�S���P�M�O�I���/�M�R�E�W�I����
�'�/���� �4�S�P�S���P�M�O�I���/�M�R�E�W�I����
�'�L�I�G�O�T�S�M�R�X���O�M�R�E�W�I���4�S�P�S���P�M�O�I���/�M�R�E�W�I����
�G�+�/�� �6�L�S���/�M�R�E�W�I
�(�=�6�/��
�-�/�/ �E�R�H
�1�%�4�/�%�4���/�M�R�E�W�I����

Cdk2-Cyclin A

Cdk4-Cyclin D1

Cdk2-Cyclin E

Chromosome

Segregation

Initiation of

DNA replication

Metaphase

CatastropheCdc7-ASK

Cdc2-Cyclin B

Tumorigenesis

Adaptation

PLK1

Aurora

ATM/ATR/DNA-PK

Chk1/Chk2

G1 G2S M



�%�1�4���%�G�X�M�Z�E�X�I�H���4�V�S�X�I�M�R���/�M�R�E�W�I�����%�1�4�/�
���V�I�K�Y�P�E�X�I�W���G�I�P�P�Y�P�E�V���I�R�I�V�K�]���Q�I�X�E�F�S�P�M�W�Q���F�]���Q�S�H�Y�P�E�X�M�R�K

���Q�E�Q�Q�E�P�M�E�R���X�E�V�K�I�X�� �S�J�� �V�E�T�E�Q�]�G�M�R�
�� �M�R���Q�I�X�E�F�S�P�M�G�� �T�E�X�L�[�E�]�W���X�L�V�S�Y�K�L�� �X�L�I�M�V�� �T�L�S�W�T�L�S�V�]�P�E�X�M�S�R��

�E�R�H���S�J�� �X�V�E�R�W�G�V�M�T�X�M�S�R���J�E�G�X�S�V�W�� �E�R�H���G�S�J�E�G�X�S�V�W�����%�1�4�/�� �W�X�M�Q�Y�P�E�X�I�W�� �I�R�I�V�K�]���T�V�S�H�Y�G�M�R�K�� �T�E�X�L�[�E�]�W��

���I���K������ �K�P�Y�G�S�W�I�� �X�V�E�R�W�T�S�V�X�����J�E�X�X�]���E�G�M�H���S�\�M�H�E�X�M�S�R�
���� �E�R�H���X�Y�V�R�W���S�J�J���I�R�I�V�K�]���G�S�R�W�Y�Q�M�R�K���T�E�X�L�[�E�]�W��

���I���K������ �T�V�S�X�I�M�R���W�]�R�X�L�I�W�M�W���� �P�M�T�S�K�I�R�I�W�M�W���� �K�P�Y�G�S�R�I�S�K�I�R�I�W�M�W�
�����%�H�M�T�S�R�I�G�X�M�R���E�R�H���P�I�T�X�M�R���E�W���[�I�P�P�� �E�W��
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Nonspecific signal caused by the 
CD8-tetramer interaction
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Specific TCR
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C-reactive protein (CRP) can be used as a sensitive systemic marker of 

inflammation.
CRP Syste mic

Elafin, also known as skin-derived anti-leukoprotease (SKALP), has 

been utilized as a marker for skin GVHD.
Ela fin Skin

Interleukin 18 (IL-18) is an 18 kDa cytokine, which is identified as a 

co-stimulatory factor for production of interferon- (IFN- ).
IL-1 8 Syste mic

protein, which is

overexpressed in pancreas. Elevated serum levels have been reported 

not only in pancreatic cancer, but also in colon and liver cancer. Recently, 

REG3  is reported as a plasma marker of GI GVHD.

GI  Trac t

ST2 was initially detected in the supernatant of myocardial cell culture 

and thereafter identified as a receptor of IL-33. ST2 is expressed in a 

variety of cells and tissues. An increase in ST2 in serum has been 

observed in heart diseases, ulcerative colitis, SLE, pneumonia, sepsis 

and other diseases.

ST2 Syste mic

Lactoferrin is expressed in most biologic fluids and is a major component

of mammalian innate immune system, physiological roles have been 

proposed for lactoferrin include anti-inflammatory, immunomodulatory, 

antimicrobial, antiviral and anti-tumoral functions.

Lac tofer rin Syste mic
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Fragmentation

Binding reaction

Precipitation

Wash

Elution

Purification

Genomic DNA

Sonication

Anti-His-tag beads

MBD1 + Fragmented genomic DNA

MBD1 + mCpG DNA

mCpG DNA

Analysis of
methylated DNA

Microarray Real-time PCR
NextGen Sequencing

DNA mRNA Protein

Transcription
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RNA of interest

Protein identification by mass spectrometric analysis.  

RNA binding protein X

Sequencing
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Protein G

Identification of RNA

Microarray RT-PCR

�6�-�4���'�I�V�X�M�I�H���%�R�X�M�F�S�H�]
�6�-�4���%�W�W�E�]���/ �M�X

�6�M�F�S�8�V�E�T

�-�H�I�R�X�M �I�W�� �I�R�H�S�K�I�R�S�Y�W�� �6�&�4�W��
�X�L�E�X�� �M�R�X�I�V�E�G�X�� �[�M�X�L�� �6�2�%�� �S�J��
�M�R�X�I�V�I�W�X��

�6�-�4���'�L�M�T

�-�W�S�P�E�X�I��
�E�W�W�S�G�M�E�X�I�H���[�M�X�L���X�L�I���X�E�V�K�I�X���6�&�4

Subsets of RNA (mRNA/miRNA) 
bound to the RBP-X can be co-purified
by RNP immunoprecipitation (RIP) 
with anti-RBP-X antibody.  

��

��
RNA of interest is labeled with 5-bromo-UTP (BrUTP) by
in vitro transcription, followed by incubation with a cell 
lysate to form the assembled RNA-RBP-complexes. 
BrU-labeled RNA-RBP complexes are purified by anti-BrdU 
antibody-immobilized beads.

��
The proteins, bound to the RNA of interest, are 
resolved on SDS-PAGE, followed by identification 
by mass spectrometry.   

��
To identify the subsets of RNA (mRNA/miRNA) 
bound to the RBP-X, the subsets of RNA are 
isolated from the RNP complex, and then using 
microarray, RT-PCR, or sequencing.   
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Tokyo Medical and Dental University
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* The image is provided by courtesy of 

Prof. Noboru Mizushima, M.D., Ph.D., 
Tokyo Medical and Dental University

EM: Electron Microscopy
AP: Autophagosome
N: Nucleus
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Individual Dsg1 Kit (Index U/mL) Individual BP180 Kit  (Index U/mL)
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R2 = 0.9883
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Calibrator 1 (0 U/mL)
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Type VII collagen

Assay  control (Human IgG) 
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Code No. Antigen Target Application
Species
Reactivities 

Species
Reactivities 

Species
Reactivities Code No. Antigen Target Application Code No. Antigen Ta rget Application

K0203-3 14-3-3 gamma IPP, WB Hu, Mo, Rt

MC-655 5-HT4 Receptor IHC Hu

D147-3 Abi-1 IHC, IPP, WB Hu, Mo, Ha

PD040 Acetylated SMC3 WB Hu, Mo

D244-3  WB Hu

MC-7773 ADAMTS4 IHC  Hu

RN028PW AGO1/EIF2C1 IPP, WB Hu, Mo

RN029PW AGO2/EIF2C2 WB Hu, Mo, Rt

RN003M AGO2/EIF2C2 IPP, RIP, WB Hu

M046-3  IHC, WB Hu, Mo

4695-100 Annexin V (Biotin) (Reagent)  

MC-65 APJ/AGTRL1 ICC, IHC Hu

EP-5032 ApoA5   WB, ELISA Hu

M068-3 ApoE IHC, IPP, WB Hu

M067-3 ApoE4 IHC, IPP, WB Hu

D086-3 ASC/TMS1 ICC, IHC, IPP, WB Hu

MS-20-3 Ash/Grb2 IF, WB Hu, Mo, Rt

PD011 ATBF1 (AT-6) IPP, WB Hu, Mo, Rt

PD010 ATBF1 (D1-120) ICC, IF, IPP, WB Hu, Mo, Rt

M154-3 Atg12 ICC, IPP, WB Hu

M183-3 Atg13 IPP, WB Hu, Mo, Rt, Ha

PD026 Atg14 IPP, WB Hu, Mo, Rt

M150-3 Atg16L WB Hu, Mo, Rt

PM040 Atg16L ICC, IPP, WB Hu, Mo, Rt, Ha

M133-3 Atg3 ICC, IPP, WB Hu, Mo, Rt, Ha

M153-3 Atg5 WB Hu, Mo, Ha

PM050 Atg5 WB Hu, Mo, Rt

8485 Autophagy Ab Sampler  Set

MC-3831 AVPR1A/V1a IHC Hu

MC-272 AVPR2/V2R IHC Hu

MC-273 AVPR2/V2R IHC Hu

MC-3580 B1R/BDKRB1 IHC Hu

MC-799 B1R/BDKRB1 IHC Hu

PD017 Beclin 1 ICC, IPP, WB Hu, Mo, Rt, Ha

MC-2656  ICC, IHC, WB  Hu

MC-4198  IHC  Hu

M072-3 BID WB Hu

EP-3080 BMPR-1A  WB, IPP Hu, Mo

M147-3 Borealin ICC, IPP, WB Hu

MI-11-3  FCM, ICC, IHC 

M059-3 Caspase-10 WB Hu

K0197-3 Caspase-3 IPP Hu

M029-3 Caspase-4 WB Hu

M060-3 Caspase-5 WB Hu

M032-3 Caspase-8 WB Hu

M058-3 Caspase-8 IPP, WB Hu

M054-3 Caspase-9 WB Hu, Mo, Rt

MC-1427 CASR IHC Hu

MC-31 CB1 ICC, IHC Hu

MC-847 CCR7 IHC Hu

MC-958 CCR9 IHC  Hu

MC-961 CCR9 IHC  Hu

D142-3 CD100/Sema4D FCM Mo

566 CD117/c-Kit WB, ICC, IHC Hu

M100-3 CD11c FCM, IPP Mo

K0039-3 CD120a/TNF-R1 FCM Hu

K0040-3 CD120b/TNF-R2 FCM, IPP Hu

K0056-5 CD123 (PE) FCM Hu

K0107-4 CD135/FLT3 (FITC) FCM Hu

D036-5 CD157 (PE) FCM Hu

D036-3 CD157/BST-1 FCM Hu

K0122-1 CD160 FCM, IPP Hu

K0147-4 CD163 (FITC) FCM Hu

K0044-4 CD166 (FITC) FCM Hu

M096-4  FCM, IPP Mo

M096-3 CD170/Siglec-5 FCM, IPP Mo

D080-3 CD180/RP105 FCM, IHC, IPP Hu

D123-4  FCM Hu

D063-3 CD191/CCR1 FCM Hu

D085-3 CD193/CCR3 FCM, ICC Hu

D085-4 CD193/CCR3 (FITC) FCM, ICC Hu

D074-3 CD197/CCR7 FCM Hu

D200-4 CD257 (FITC) FCM Hu

D230-3 CD274/PD-L1 FCM, IHC Hu

D230-5 CD274/PD-L1 (PE) FCM Hu

D132-3 CD279/PD-1 FCM, WB Hu

D133-3 CD279/PD-1 FCM Hu

D276-A48  FCM Hu

D056-3 CD43  Hu

D204-3 CD52/CAMPATH-1 FCM, IPP Mo

D204-4  FCM Mo

D204-5  FCM Mo

M109-3 CD61 FCM, IPP, WB Mo

D280-A48  FCM Hu

D263-3 CD63/LAMP-3 FCM, WB Mo

MC-8811 CD70 IHC Hu

K0140-3 Cdc20 ICC, IPP, WB Hu

K0070-3 CDC7 IHC, IPP, WB Hu

K0085-3 Cdh1/Fzr IPP, WB Hu, Mo, Rt

MC-5367 CELSR1 IHC Hu

D115-3 CENP-A ICC, IHC, WB Hu

PD030 CENP-C ICC, IPP, WB Hu

D286-3 CENP-T/ICEN22 ICC, IPP, WB Hu

K0086-3 Chk1 IHC, IPP, WB Hu, Mo, Rt

MC-220 CHRM4 IHC Hu

MC-1778 CRHR1 IHC  Hu

D070-3 CX3CR1 FCM Hu

D070-A48  FCM Hu

D070-4 CX3CR1 (FITC) FCM Hu

D070-5 CX3CR1 (PE) FCM Hu

MC-806 CXCR1 ICC , IHC Hu

MC-1374 CXCR3 IHC  Hu

MC-1376 CXCR4 IHC Hu

MC-1380 CXCR4 IHC Hu

MC-1384 CXCR5 IHC Hu

MC-1385 CXCR5 IHC Hu

K0223-3 CXCR7/RDC1 FCM, ICC, IHC, NT Hu

K0189-3  WB Xenopus

MD-17-3 Cyclin D1 FCM, IHC, IPP, WB Hu, Mo

M185-9  IPP 

PM018 Der lin-1 ICC, IPP, WB Hu, Mo

PM019 Der lin-2 WB Hu, Mo

M037-3 DFF45 WB Hu

MC-1854 D-GPCR IHC Hu

D187-3 Dlk/Pref-1 FCM, IHC Mo

D187-4 Dlk/Pref-1 (FITC) FCM Mo

D187-5 Dlk/Pref-1 (PE) FCM Mo

MC-44 DRD1  IHC Hu

D029-3 Drebrin ICC, IHC, IPP, WB 

D218-3 DSG3 (No Azide) ICC, IHC, IPP Hu, Mo

D219-3 DSG3 (No Azide) ICC, IHC, IPP Hu, Mo

M141-3 EDAR FCM Hu

MC-211 Edg2/LPA1 IHC  Hu

MC-1031 Edg3/S1P3 IHC Hu

MC-3802 Edg8/S1P5 IHC Hu

M022-3 EDN WB Hu

MI-12-1 EGF-R FCM, ICC, IPP, WB Hu

RN001P EIF4E IPP, RIP, WB Hu, Mo, Rt, Ha

RN002P EIF4G1 IPP, RIP, WB Hu

RN004P ELAVL1/HuR IPP, RIP, WB Hu, Mo, Rt, Ha

RN005P ELAVL2/HuB IPP, RIP, WB Hu

RN006P ELAVL3/HuC IPP, RIP, WB Hu, Mo, Rt

MC-2678 EMR1 IHC Hu

MC-4069  IHC Hu

D269-3 EpCAM/CD326 FCM Mo

MC-2621 F2R IHC Hu

MC-252 F2RL1/PAR2 IHC  Hu

M033-3 FADD WB Hu, Mo

SY-001 Fas/CD95 FCM, WB Hu

MD-11-3 Fas/CD95 FCM, NT, WB Hu

MD-10-A48   FCM Hu

K0055-3 FHL2 IHC, IPP, WB Hu, Mo

D162-3  FCM Hu

D162-4  FCM Hu

D162-5  FCM Hu

RN016P FMR1 IPP, RIP, WB Hu, Mo, Rt

MC-2231 FSHR IHC Hu

MC-4911 FZD4 IHC Hu

MC-4482 FZD6 ICC, IHC Hu

M135-3 GABARAP WB Hu, Mo, Rt, Ha

PM037 GABARAP ICC, WB Hu, Mo, Rt, Ha

M057-3 GAK WB Hu, Mo, Rt

M171-3 GAPDH WB 

M171-7  WB 

PM038 GATE-16 WB Hu, Mo, Rt, Ha

598 GFP  

D153-3 GFP ICC, IPP 

M048-3 GFP ICC, IHC, IPP, WB 

D153-8 GFP (Agarose) IPP 

D153-A48  ICC 

598-7 GFP (HRP-DirecT) WB 

D153-9  IPP 

M142-3 GFRalpha1 WB Hu

M143-3 GFRalpha1 FCM, IPP Hu

MC-834 GHRHR IHC Hu

MC-6576 GHSR IHC Hu

MC-1250 GIPR IHC  Hu

MC-1209 GLP1R IHC Hu

MC-1312 GLP2R ICC, IHC, WB  Hu

M018-3  IHC, WB Mo, Rt

M015-3  ICC, WB Hu

551  WB, IHC,IPP Hu, Rt

D277-3 GP2 FCM, ICC, IHC Hu

D278-3 GP2 FCM, ICC, IHC Mo

D277-A48  FCM Hu

D278-5 GP2 (PE) FCM Mo

D087-5 GPI-80 (PE) FCM Hu

MC-6577 GPR105/P2Y14 IHC  Hu

MC-2003 GPR120 IHC  Hu

MC-2004 GPR120 IHC Hu

MC-2006 GPR120 IHC Hu

Acetylated-p53
(Lys120)

Amyloid beta
N-terminal Specific

Beta-2
Adrenoceptor
Beta-3
Adrenoceptor

Hu, Mo, Rt,
Ha, Ch

CD170/Siglec-5
(FITC)

CD184/CXCR4
(FITC)

FCM, ICC,
IHC, WB

CX3CR1
(Alexa Fluor  488)

Cyclin B2
(Xenopus)

DDDDK
(Magnetic beads)

Hu, Mo, Rt, Rb,
Bo, Ch, Ct

Endothelin A
Receptor

Fas/CD95
(Alexa Fluor  488)

Flavocytochrome
b558 (FITC)

Flavocytochrome
b558

Flavocytochrome
b558 (PE)

GAPDH
(HRP-DirecT)

Hu, Mo, Rt,
Ha, Ch
Hu, Mo, Rt,
Ha, Ch

Glutamic Ac id
Deca rboxylase  (G AD)
Glutathione
Peroxidase

prote in alpha subunit)

GP2 
(Alexa Fluor  488)

CD52/CAMPATH-1
(FITC)
CD52/CAMPATH-1
(PE)

CD36/GPIV
(Alexa Fluor  488)

Bromodeoxyuridine
(BrdU)

ICC, IHC, IPP,
ChIP, WB

GFP
(Alexa Fluor  488)

GFP
(Magnetic beads)

CD62P
(Alexa Fluor  488)
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Code No. Antigen Target Application
Species
Reactivities 

Species
Reactivities 

Species
Reactivities Code No. Antigen Target Application Code No. Antigen Ta rget Application

MC-3201 GPR154 IHC Hu

MC-46 GPR183/EBI2 IHC Hu

MC-1184 GPR30 FCM, IF, IHC Hu

MC-4268 GPR30 IF  Hu

MC-4271 GPR30 IF, IHC Hu

MC-2 GPR35 ICC, IHC Hu

MC-6599 GPR43 IHC  Hu

MC-3529 GPR44 IHC  Hu

MC-3530 GPR44/CRTH2 ICC, IHC Hu

MC-1236 GPR49 IHC  Hu

MC-1926 GPR54 IHC  Hu

MC-162 GPR55 IHC Hu

MC-6817 GPR55 IHC Hu

MC-4954 GPR72/GPR83 IHC Hu

MC-1580 GPR87/GPR95 IHC  Hu

MC-568 GPRC5D IHC  Hu

MC-571 GPRC5D IHC Hu

MC-2576 GPRC6A IHC  Hu

D186-3 Granulysin FCM, ICC, IPP, WB Hu

MC-892 GRM2/MGLUR2 ICC, IHC, WB  Hu

MC-830 GRPR ICC, IHC, WB  Hu

MC-831 GRPR ICC, IHC  Hu

311 GST-P IHC, WB Hu, Rt

RN033P GW182/TNRC6A IPP, RIP, WB Hu

561-8 HA (Agarose) IPP 

M180-A64 HA (Alexa Fluor 647) FCM, ICC 

561-A48 HA (Alexa Fluor 488) FCM, ICC 

561-7 HA (HRP-DirecT) WB 

M132-9  IPP 

M180-9  IPP 

RN051PW HDLBP/Vigilin IPP, WB Hu, Mo

D134-3 HES1 ICC, IHC, IPP, WB Mo, Rt

M089-3 His WB 

D291-A64  FCM, ICC 

D291-A48  FCM, ICC 

D291-7 His (HRP-DirecT) WB 

D291-9  IPP 

D226-3  IHC, WB Hu

K0186-4 HLA-A2 (FITC) FCM Hu

K0208-3 HLA-A24 FCM Hu

K0209-3 HLA-A24 FCM Hu

K0208-A64  FCM Hu

K0208-4 HLA-A24 (FITC) FCM Hu

K0209-4 HLA-A24 (FITC) FCM Hu

K0208-5 HLA-A24 (PE) FCM Hu

K0209-5 HLA-A24 (PE) FCM Hu

M137-3 HMGB/HMG1 WB Hu, Mo, Rt

RN019P HNRNPK IPP, RIP, WB Hu, Mo, Rt

BMP002 HP1b ICC, IHC, IPP, WB Hu, Mo, Rt, Ha

M099-3 HRF/TCTP IHC, WB Hu, Mo, Rt

PM017 HRF/TCTP IHC, WB Hu, Mo, Rt

MC-476 HRH3  ICC, IHC Hu

MC-3785 HRH4 ICC Hu

MC-1111 HTR1B/5-HT2B IHC Hu

MTG-001  Blocking buffer Hu

D299-3 IDH1-R132H ICC, IHC, IPP, WB Hu

RN001M IGF2BP1/IMP1 IPP, RIP, WB Hu, Mo

RN007P IGF2BP1/IMP1 IPP, RIP, WB Hu, Mo

RN008P IGF2BP2/IMP2 IPP, RIP, WB Hu, Mo, Rt

RN009P IGF2BP3/IMP3 IPP, RIP, WB Hu, Mo

K0159-3 IKKgamma IHC, IPP, WB Hu, Mo, Rt

D326-3 IL-17RB FCM Mo

D043-3 IL-18 IHC, WB Hu

D044-3 IL-18 ELISA, IPP, NT Hu

D045-3 IL-18 IPP Hu

D046-3 IL-18 WB Mo

D047-3 IL-18 IPP Mo

D048-3 IL-18 IPP, NT Mo

PM014 IL-18 IHC, WB Hu

D045-6 IL-18 (Biotin) ELISA Hu

D048-6 IL-18 (Biotin) ELISA Mo

M161-3 IL-33 IPP, WB Mo

M187-3 IL-33 WB Mo

PM033 IL-33 IHC, WB Hu

D169-3 Importin alpha3/Qip1 WB Hu, Mo, Rt, Ha

K0046-3 Integrin alpha7 FCM, ICC Mo

K0047-3 Integrin alpha7 FCM Mo

K0046-4  FCM Mo

K0046-5  FCM Mo

K0100-3 IQGAP1 IPP, WB Hu, Mo, Rt

M182-3 Keima-Red WB 

PM057 KLF4 ICC, IPP, WB Hu, Mo

M152-3 LC3 FCM, ICC, IPP, WB Hu, Mo, Rt, Ha

M186-3 LC3 WB Hu, Mo, Rt, Ha

PM036 LC3  Hu, Mo, Rt, Ha

M115-3 LC3 WB Hu, Mo, Rt

PD014 LC3 WB Hu, Mo, Rt, Ha

PD015 LC3 ICC Mo, Rt

PM046 LC3 ICC, WB Hu, Mo, Rt, Ha

PM036-PN LC3 positive control WB 

D192-3 LGALS9 ELISA, FCM Hu

MC-566 LGR7 IHC  Hu

MC-1436 LHCGR IHC Hu

D118-3 Liv2 FCM, IHC Mo

PM016 Luciferase ICC, IHC, IPP, WB 

D160-3 Ly49Q FCM Mo

D160-4 Ly49Q (FITC) FCM Mo

D160-5 Ly49Q (PE) FCM Mo

D225-3 LYVE-1 FCM, IHC Mo

D279-3 M cell specific FCM, IHC, IPP, WB Mo

D055-3 M6a FCM, IHC Mo

K0167-3 MAD2 IPP, WB Hu, Mo, Rt

MC-1531 MAS1/MAS IHC  Hu

D053-5 Mesothelin (PE) FCM Mo

D161-3 MFG-E8 FCM, IPP Mo

D199-3 MFG-E8 IHC, WB Mo

K0099-3 MIBP WB Hu, Mo, Rt

K0217-3 MICA ELISA, FCM Hu

K0218-3 MICA/B ELISA, FCM, IPP Hu

D292-3 Mincle FCM, IPP, WB Mo

D238-3 MORC3 ICC, WB Hu, Mo, Rt

D270-3 Msi1 IHC, WB Hu, Mo, Rt

D233-3 MSLN/MPF/SMRP FCM Mo

D058-3 Multi Ubiquitin WB Hu

D071-3 Multi Ubiquitin WB Hu

D058-8  IPP Hu

D058-9  IPP Hu

562-5 Myc ICC, IPP, WB 

M047-3 Myc ICC, IPP, WB 

M047-8 Myc (Agarose) IPP 

M047-A48  FCM, ICC 

M047-9  IPP 

CY-P1038 NAMPT ELISA, WB Hu

D146-3 Nectin-1 ICC Mo

D164-3 NEU3 IHC, IPP, WB Hu

M169-A48  FCM Mo

M169-A64  FCM Mo

D289-3 Np95  Mo

MC-5188 NR1F3 IHC Hu

MC-5402 NR3B1 IHC Hu

MC-2341 NR4A3 IHC  Hu

MC-5377 NR5A1/SF1/SF-1 IHC Hu

PD002-H NSE IHC Hu, Mo, Rt

M019-3 Nucleolin FCM, ICC, IHC, WB Hu

M146-3 Nuf2 IPP, WB Hu

MC-222 OPRD1 IHC Hu

MC-230 OPRK1 IHC  Hu

M055-3 ORC2 ICC, IPP, WB Hu

MC-244 Oxytocin Receptor IHC Hu

MC-3786 P2RY1 IHC Hu

MC-5021 P2RY4/P2Y4 IHC Hu

MC-3742 P2Y12 ICC , IHC Hu

PD009 p54 ICC, IHC, WB Hu, Mo, Rt

PM066 p62 C-terminal ICC, IHC, IPP, WB Hu, Mo, Rt, Ha

M162-3 p62/SQSTM1  Hu

PM045 p62/SQSTM1 ICC, IHC, IPP, WB Hu, Mo, Rt, Ha

M162-A64  FCM, ICC Hu

M162-A48  FCM, ICC Hu

PD022 Pax6 IHC, WB Mo, Rt, Ch

RN024P PCBP1 IPP, RIP, WB Hu, Mo, Rt

RN054PW PCBP3 IPP, WB Hu, Mo, Rt, Ha

M084-4 PCLP1 (FITC) FCM Hu

D072-5 PCLP1 (PE) FCM Mo

CY-M1032 PCSK9 IPP, WB Hu

CY-M1033 PCSK9 IPP, WB Hu

CY-P1037 PCSK9 IPP, WB Hu

D190-3 PDPN/AGGRUS FCM, IHC, IPP, WB Mo

K0090-3 Pds-1 ICC, IHC, IPP, WB Hu, Mo, Rt

K0143-3 Pendrin IHC Hu

CY-M1021  ELISA, IF Hu

CY-M1024  ELISA, WB Hu, Mo, Rt

CY-M1020  ELISA, WB Hu

CY-M1019  ELISA, WB Hu, Mo, Rt

CY-P1025  ELISA, WB Hu, Mo, Rt, Ch

CY-M1011  ELISA, WB Hu, Mo, Rt, Ch

CY-M1012  ELISA, IPP, WB Hu

D076-3  ELISA, ICC, WB Hu, Mo, Rt

D076-3S  ICC, WB Hu, Mo, Rt

D095-3  ICC, WB Hu, Mo, Rt

D128-3  WB 

CY-M1023 Phospho-Syntide-2 ELISA 

MD-06-3 PI-3 Kinase (p85a) ICC, IPP, WB Hu, Mo, Rt

D143-3 PIP2 Dot Blot 

D145-3 PIP3 Dot Blot 

M041-3 PML FCM, ICC, IPP, WB Hu

D301-3 P-Rex1 IHC, WB Hu, Mo

D031-3  IHC, IPP, WB Hu, Mo, Rt, Bo

D032-3  IHC, IPP, WB Hu, Mo, Rt, Bo

MC-6332 PSGR IHC  Hu

K0142-3 PSMA FCM Hu

K0142-4 PSMA (FITC) FCM Hu

K0142-5 PSMA (PE) FCM Hu

MC-3279 PTGDR/DP IHC Hu

MC-962 PTGER1/EP1 IHC  Hu

MC-971 PTGER2/EP2 IHC Hu

Hu, Mo,
Zebrafish

HA
(Magnetic beads)
HA
(Magnetic beads)

His
(Alexa Fluor  647)
His
(Alexa Fluor  488)

Human Fc receptor
blocking reagent

Integrin alpha7
(FITC)
Integrin alpha7
(PE)

FCM, ICC, IHC,
IPP, WB

Photinus
pyralis

Multi Ubiquitin
(Agarose)
Multi Ubiquitin
(Magnetic beads)

Myc
(Alexa Fluor  488)
Myc
(Magnetic beads)

Neuropilin-1/CD304
(Alexa Fluor  488)
Neuropilin-1/CD304
(Alexa Fluor  647)

FCM, ICC, IHC,
IPP, WB

FCM, ICC, IHC,
IPP, WB

p62/SQSTM1
(Alexa Fluor  647)
p62/SQSTM1
(Alexa Fluor  488)

Phospho-Cdc7
(Thr376)
Phospho-CPI-17
(Thr38)
Phospho-Lats2
(Ser83)
Phospho-LSP1
(Ser204)
Phospho-MBS/MYPT1
(Thr8 53)
Phospho-MBS
(Thr696)
Phospho-Rb
(Ser612)
Phosphorylated
Vimentin (Ser55)
Phosphorylated
Vimentin (Ser55)
Phosphorylated
Vimentin (Ser82)
Phospho-STAT3
(Tyr708)

Proton Pump (H,K-ATPase
alpha subunit)
Proton Pump (H,K-ATPase
beta subunit)

HLA class I
(HLA-A,B,C)

His
(Magnetic beads)

HLA-A24
(Alexa Fluor  647)
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Application
Species
Reactivities 

Species
Reactivities 

Species
Reactivities ApplicationCode No. Antigen Target Code No. Antigen Target Code No. Antigen Target Application

�/�-�8�7
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Code No. Product Name Code No. Product Name Code No. Product Name

Code No. Product Name Code No. Product Name Code No. Product Name

MC-3890 PTGER4/EP4 IHC  Hu

MC-3898 PTGER4/EP4 ICC , IHC Hu

MC-4395 PTGIR IHC  Hu

M056-3 RAIDD WB Hu

D223-3 Reelin/CR-50 ICC, IHC, IPP, WB Mo

PM047 Renilla Luciferase ICC, IPP, WB 

M155-3 RFP ICC, WB 

M165-3 RFP IPP 

PM005 RFP ICC, IHC, WB 

M165-8 RFP (Agarose) IPP 

M165-9  IPP 

D139-3 Ring1B IPP, WB Hu, Mo, Ha

MC-5200 RORC IHC Hu

MC-5214 RORC IHC Hu

PD027 Rubicon IPP, WB Hu

D207-3 Runx WB Hu, Mo

D130-3 Runx2/Cbfa1 ICC, IPP, WB Hu, Mo

D138-3 Sap155 WB Hu, Mo, Ha

D221-3 Sap155 ICC, IPP, WB Hu, Mo

M061-3  IHC, WB Hu, Mo, Rt

D152-3 Sema4A FCM, IPP Hu, Mo

PD029 Sendai Virus ICC, WB Sendai Virus

CY-P1016 SIRT1 ICC, IPP Hu

BMP079  FCM, IHC Hu

BMP024 SLC1A7/EAAT5 FCM, ICC, IHC, WB Hu

BMP064 SLC22A12/URAT1 FCM, ICC, IHC Hu

BMP065  FCM, ICC, IHC Hu

MC-9777 SLC29A1/ENT1 IHC Hu

BMP027 SLC2A9/GLUT9 FCM, ICC, IHC, WB Hu

BMP081 SLC38A2/SNAT2 FCM, ICC, IHC, WB Hu

BMP052 SLC6A14 FCM, ICC, IHC, WB Hu

BMP053 SLC6A19 FCM, ICC, IHC Hu

BMP056 SLC7A10/Asc-1 FCM, ICC, IHC Hu

MC-2668 SMOH IHC, WB  Hu

K0175-3 SOCS-1 WB Mo

K0175-6 SOCS-1 (Biotin) WB Mo

K0180-3 SREBP-2 ICC, WB Hu

MC-998 SSTR2 IHC Hu

MC-4148 SSTR4 IHC Hu

D065-3 ST2 FCM, IHC, IPP, WB Hu

D066-3 ST2  Hu

D067-3 ST2 FCM, IPP, WB Hu

D067-4 ST2 (FITC) FCM, IPP, WB Hu

D067-5 ST2 (PE) FCM, IPP, WB Hu

RN012P STAU1 IPP, RIP, WB Hu

RN013P STAU2 IPP, RIP, WB Hu

M113-3 SUMO-1 ICC, WB Hu, Mo, Rt

M114-3 SUMO-2/3 ICC, WB Hu, Mo, Rt

CM004-3   Hu, Mo

CM005-3  FCM Hu

PM022 T7 IPP, WB 

MC-2041 TAAR1/TA1 IHC, WB  Hu

MC-2042 TAAR1/TA1  IHC, WB  Hu

K0137-3 TAP2 IHC, IPP, WB Hu

MC-1992 TAS1R1 FCM, IHC Hu

MC-2007 TAS1R2 IHC Hu

MC-5060 TAS1R3 IHC, WB  Hu

K0028-3 TCL1 FCM, IHC, WB Hu

MC-1214 TM7XN1/GPR56 IHC Hu

592 TRAF2 WB Hu

597 TRAF6 WB, IPP Mo

M092-3 TRAF6 IPP, WB Mo

K0204-3 Txnip/VDUP1 IPP, WB Hu, Mo

K0205-3 Txnip/VDUP1 IHC, IPP, WB Hu, Mo, Rt

MK-11-3 Ubiquitin WB Hu, Bo

MK-12-3 Ubiquitin ICC, IPP, WB Hu, Mo, Rt, Bo

M160-3 UVRAG WB Hu, Mo, Rt, Ha

M167-3 V5 ICC, IPP, WB 

PM003 V5 IPP, WB 

PM003-8 V5 (Agarose) IPP 

PM003-7 V5 (HRP-DirecT) WB 

M167-9 V5 (Magnetic beads) IPP 

MC-1297 VIPR1/RDC1 IHC  Hu

MC-9630 WNT16 IHC Hu

M044-3 XIAP/MIHA/ILP-a IHC, WB Hu, Mo, Rt

8450 Acetylcholinesterase Rapid Staining Kit   

CY-1168 CycLex ® AKT/PKB kinase Assay/Inhibitor Screening Kit  

CY-1182 CycLex ® AMPK Kinase Assay Kit   

CY-8069 CircuLex™ Anti-CML rat autoantibody ELISA Ki t  

7635 ApoE4/Pan-ApoE ELISA Kit  

4700 MEBCYTO Apoptosis kit  

8445 Apoptosis kit Direct  

8441 Apoptosis kit-II  

CY-1173 CycLex ® CaM kinase II Assay Kit  

CY-1170 

4800 APOPCYTO Caspase-3 Colorimetric Assay Kit  

4815 APOPCYTO Caspase-3 Fluorometric Assay Kit  

4825 APOPCYTO Caspase-9 Fluorometric Assay Kit  

5235 MESACUP Cdc2 Kinase Assay  

CY-1355 CycLex ® Cdc25 Family Fluorometric Assay Kit  

CY-1164 CycLex ® Cdc2-Cyclin B Kinase Assay Kit  

CY-1142 CycLex ® Cellular BrdU ELISA Kit   

CY-1140 CycLex ® Cellular Histone Acetylation Assay Kit  

CY-1141 CycLex ® Cellular UV DNA-Damage Detection Kit  

CY-8074 CircuLex Human Chitotr iosidase ELISA Kit  

CY-1249 CycLex ® Chitotriosidase Fluorometric Assay Kit  

CY-8066 CircuLex™ CML/Ne-(carboxymethyl) lysine ELIS A Kit  

CY-1175 CycLex ® Protein Kinase C Superfamily Assay Kit  

CY-1161  

CY-9050 CircuLex™ DJ-1/PARK7 ELISA Kit  

7618E ECP ELISA Kit  

7630 EDN ELISA Kit  

CY-8077 CircuLex™ Mouse FABP4/AFABP ELISA Kit  96 As says  

CY-8056 CircuLex™ Mouse FABP5/E-FABP/mal1 ELISA Kit  

5321 Ab-Match ASSEMBLY Human FAM3D Kit  

CY-1150 CycLex ® HDACs Deacetylase Fluorometric Assay Kit  

CY-8071   

CY-1143  

7620 Human IL-18 ELISA Kit  

7625 Mouse IL-18 ELISA Kit  

7650 Human IL-33 Cytokine domain Detection Kit  

CY-8078 CircuLex™ Mouse/Rat PCSK9 ELISA Kit  

CY-1253 NAD+/NADH Colorimetric Assay Kit  

CY-1251 CycLex ® NAMPT Colorimetric Assay Kit  

CY-8070 CircuLex™ NGAL/Lipocalin-2 ELISA Kit     

CY-1252 CycLex ® NMNAT Colorimetric Assay Kit  

CY-8079 CircuLex™ Human PCSK9 ELISA Kit  

CY-8150 CircuLex™ PCSK9-LDLR  

CY-7051 CycLex ® Phospho-p53 Ser392 ELISA kit   

CY-7050 CycLex ® Phospho-p53 Ser46 ELISA kit   

CY-7053 CycLex ® Poly-Ubiquinated Protein ELISA kit   

5230 MESACUP Protein Kinase Assay  

CY-1350   

CY-1081 CycLex ® Pyk2 Kinase Assay/Inhibitor Screening Kit  

CY-1160 CycLex ® Rho-kinase Assay Kit   

CY-8058 CircuLex™ S100A12/EN-RAGE ELISA Kit  

CY-8057 CircuLex™ S100A13 ELISA Kit  

CY-8059 CircuLex™ S100A4 ELISA Kit  

CY-8073 CircuLex™ S100A7/Psoriasin ELISA Kit            

CY-8061 CircuLex™ S100A8/MRP8 ELISA kit  

CY-8062 CircuLex™ S100A9/MRP14 ELISA kit  

CY-8060 CircuLex™ S100P ELISA Kit  

5255 sFas Ligand ELISA Kit  

CY-1151 CycLex ® SIRT1/Sir2 Deacetylase Fluorometric Assay Kit  

CY-1153 CycLex ® SIRT3 Deacetylase Fluorometric Assay Kit   

CY-8081 CircuLex™ Human soluble LOX-1/OLR1 ELISA Kit  

7638 ST2 ELISA Kit  

CY-8065 CircuLex™ Mouse Visfatin/PBEF ELISA Kit  

CY-E1173 CaM Kinase II Positive control  

CY-E1164 Cdc2-Cyclin B Positive control  

CY-E1161- 1 cGK positive control (Catalytic domain)  

CY-E1161- 2 cGK positive control (Full length)  

CY-E1170- 1 CK2 (alpha/beta) Positive Control   

CY-R2056 Glucose-AGE-BSA  

B001-5 Human IL-18  

B002-5 Mouse IL-18  

B003-5 Human IL-18 (without BSA)  

B004-5 Mouse IL-18 (without BSA)  

B003-2 Human IL-18 (without BSA) Liquid  

B004-2 Mouse IL-18 (without BSA) Lyoph.  

PM036-PN LC3 Positive control  

CY-R2340 LDLR EGF-AB domain  

CY-R2341 LDLR EGF-AB domain, Myc-tagged  

CY-E1251 NAMPT (Nicotinamide Phosphoribosyltransfer ase)  

CY-R2331 PCSK9 D374Y  

CY-R2311 PCSK9 D374Y in culture medium  

CY-R2330 PCSK9 Wild Type  

CY-E1081 Pyk2 Positive Control (Catalytic Domain)  

CY-E1160- 1 Rho-kinase positive control  

CY-R2458 Human S100A8 Low Endotoxin  

CY-R2259-H Human S100A9  

CY-R2459-G Human S100A9 Low Endotoxin  

Renilla
reniformis

SLC17A9 isoform 2
(VNUT)

Selenium Binding
rotein

SLC22A13/ORCTL3/
OCTL1

SynCAM/TSLC1/
CADM1

FCM, ICC, IHC,
IPP, WB

ELISA, FCM,
IPP, WB

SynCAM/TSLC1/
CADM1

RFP
(Magnetic beads)

CycLex ® Casein Kinase2 (CK2) Assay/Inhibitor
Screening kit    

CycLex ® cyclic GMP dependent protein
kinase (cGK) Assay Kit

CircuLex™ High-Sensitivity CRP (C-Reactive Protein)
ELISA Kit
CycLex ® Histone H2A.X Phosphorylation Cellular
ELISA Kit 

CycLex ® Protein Tyrosine Phosphatase 1B (PTP1B)
Fluorometric Assay Kit
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RG-M75 93-D*  96 we ll

RG-M78 80E  48 we ll

RG-M78 85E  48 we ll

RG-M76 12-D* MESACUP BP1 80 ELIS A Kit  48 we ll

RG-M76 13-D* MESACUP BP2 30 ELIS A Kit  48 we ll

RG-7 845R2  48 we ll

RG-7 115 R  12 x 8 well

RG-M78 36-D*  48 we ll

RG-7 841R  48 we ll 

ANK- 120* ANA ( HE p- 2)  Te st Syste m 120  te st

ANK- 60* ANA ( HE p- 2)  Te st Syste m 60 tes t

CMG-12 0* Cytomegalovirus IgG  120  Te st

EBG- 120* Epstein Ba rr V irus VCA, IgG 120  Te st

EBM-12 0* Epstein Ba rr V irus VCA, IgM 120  Te st

HS1G -120 *  120  Te st

HS2G -120 *  120  Te st

MEG- 120* Measles (Rubeola) Virus  IgG 120  Te st

MEG- 60* Measles (Rubeola) Virus  IgG 60 Tes t

MEM-12 0* Measles (Rubeola) Virus  IgM 120  Te st

MEM-60 * Measles (Rubeola) Virus  IgM 60 Tes t

MUG-12 0* Mum ps V irus, IgG  120  Te st

MUG-60 * Mum ps V irus, IgG  60 Tes t

AD-3112* Ade novirus  12 we ll

CB-3312 *  12 we ll

CB-3306 *  6 well

CM-201 2* Cytomegalovirus 12 we ll

EC-44 12* Echovirus Sc ree n 12 we ll

EB-50 12*  12 we ll

EAD-54 12  12 we ll

EAR/D-5 312  12 we ll

NA-5112* EBV Nuclear Antigen (EBNA) 12 we ll

HS1-3 012* Herpes Simplex Virus  Type 1 12 we ll

HS2-4 012* Herpes Simplex Virus Type 2 12 we ll

HHV6-4 312  12 we ll

IA- 1112* Influenza  A Virus 12 we ll

IB- 2112* Influenza  B Virus 12 we ll

ME-6 012* Measles (Rubeola)  Virus  12 we ll

ME-6 006* Measles (Rubeola)  Virus  6 well

MU-801 2* Mum ps V irus 12 we ll

MU-800 6* Mum ps V irus 6 well

P1 -7112* Parainfluenza Virus Type 1 12 we ll

P2 -8112* Parainfluenza Virus Type 2 12 we ll

P3 -9112* Parainfluenza Virus Type 3 12 we ll

RS-90 12* Respirat ory Syncy tia l Virus 12 we ll

VZ-70 12* Varice lla Zost er Virus  12 we ll

VZ-70 06* Varice lla Zost er Virus  6 well

BB-6112* Borrelia burgdorfe ri 12 we ll

BH-1612  Bartonella he ns ela e ( RUO ) 12 we ll

BH-1606  Bartonella he ns ela e ( RUO ) 6 well

CH-4112* Chlam ydia (LGV-1)  12 we ll

CP-42 12  12 we ll

HP-32 12 Helicobacte r pylori (RUO)  12 we ll

MP-1 212*  12 we ll

Code No.

Size / Description Size / Description Size / Description

Size / Description Size / Description Size / DescriptionProduct Name

Code No. Product Name

AN-1006 * Ant inuclear Ant ibody ( HE p- 2) 6 well

AN-1012 * Ant inuclear Ant ibody ( HE p- 2) 12 we ll

AN-1016 * Ant inuclear Ant ibody ( HE p- 2) 16 we ll

ANN- 1010 * ANA Ne ga tiv e 0.5 mL

ANP-10 40* ANA P osit ive  (Homogeneous) 0.5 mL

NUC- 1042 * ANA Nucleolar 0.5 mL

ACA- 1043 * ANA Anti- Ce nt rome re   (ACA)  0.5 mL

RNP-10 44* ANA Ribonucleoprotein ( RNP)  0.5 mL

SS A- 1045* ANA S jögren’s Syndrom e A (S S-A) 0.5 m L

SCL-104 6* ANA S cleroderma -70 (Sc l-7 0) 0.5 mL

SS B- 1047* ANA S jögren’s Syndrom e B (SS -B) 0.5 m L

MP-1 206*  6 well

ADN- 3110* Ade novirus  Negative Contro l

ADG-31 20* Ade novirus  Positive Contro l, IgG

BN-0610  Bartonella he ns ela e ( RUO ) Negative Contro l

BHG-16 20 Bartonella he ns ela e ( RUO ) Positive Contro l , IgG

BBN- 6110* Borrelia burgdorfe ri Negative Contro l

BBG-61 20* Borrelia burgdorfe ri Positive Contro l, Ig G

BBM- 6130 * Borrelia burgdorfe ri Positive Contro l, Ig M

CHN- 4110* Chlam ydia Negative Contro l

CHG-41 20* Chlam ydia Positive Contro l, IgG

CHM- 4130 * Chlam ydia Positive Contro l, IgM

CPN-42 10  Negative Contro l

CPG- 4220   Positive Contro l, IgG

CPM-42 30  Positive Contro l, IgM

CBN- 3310 * Cox sack iev irus Group B Types 1-6  Negative  Contro l

CBG-33 20* Cox sack iev irus Group B Types 1-6  Positive  Contro l, IgG

CMN- 2010 * Cytomegalovirus Negative Contro l

CMG-20 20* Cytomegalovirus Positive Contro l, IgG

CMM-2030 * Cytomegalovirus Positive Contro l, IgM

EBN-50 10 EBV, Early  Ant igen-Diffuse (RUO ) Negative Contro l

EAD-54 40 EBV, Early  Ant igen-Diffuse (RUO ) Positive Contro l, IgG

EBN-50 10* Epstein Ba rr V irus – V CA Negative Contro l

EBG- 5020 * Epstein Ba rr V irus – V CA Positive Contro l , IgG

EBM-50 30* Epstein Ba rr V irus – V CA Positive Contro l , IgM

EBN-50 10  Negative Contro l

EAR-53 40  Positive Contro l, IgG

EBN-50 10 EBV Early Antigen – Diffuse  (RUO)  Negative  Contro l

EAD-54 40 EBV Early Antigen – Diffuse  (RUO)  Positive  Contro l, IgG

EBN-50 10* EBV Nuc lea r Antigen ( EBNA) Negative Contr o l

NA-5140 * EBV Nuc lea r Antigen ( EBNA) Positive Contro l, IgG

ECN-44 10* Echovirus Types  4, 6, 9, 11 , 30 & 3 4 Nega tive Contro l

ECG- 4420 * Echovirus Types  4, 6, 9, 11 , 30 & 3 4 Posi tive Contro l, IgG

HPN-32 10 Helicobacte r pylori (RUO)  Negative Contro l

HPG- 3220  Helicobacte r pylori (RUO)  Positive Contro l , IgG

HSN-35 10* Herpe s S im plex  Virus  Types  1  & 2 Negative  Contro l

HSG- 3520 * Herpe s S im plex  Virus  Types  1  & 2 Positive  Contro l, IgG

HSM-35 30* Herpe s S im plex  Virus  Types  1  & 2 Positiv e  Control, IgM

HH6N-431 0 Hum an Herpesv irus Type 6  (RUO) Negative C ontro l

HH6G-4 320 Hum an Herpesv irus Type 6  (RUO) Positive C ontro l, IgG

IAN-1110* Influenza  A Virus Negative Contro l

IAG -1120* Influenza  A Virus Positive Contro l, IgG

IBN-2 11 0* Influenza  B Virus Negative Contro l

IBG -212 0* Influenza  B Virus Positive Contro l, IgG

Code No. Product Name

Code No. Product Name

CCP-99 70*  3.5 mL

CCP-99 20*  20 mL

CCP-99 40*  40 mL

CCP-99 60*  60 mL

DIL-9 993* IFA Diluent 60 mL

DIL-9 994* IFA Diluent 125  m L

DIL-9 995* IFA Diluent 250  m L

PBS- 9990* Phospha te Buffe re d Sa line ( PBS), 1 L 1 pa c ket

PBS- 9991* Phospha te Buffe re d Sa line ( PBS), 5 L 1 pa c ket

MM-998 5* Mounting Medium 3.5 mL dropper bottle

MM-998 6* Mounting Medium 20 mL droppe r bot tle

MEN-60 10* Measles (Rubeola)  Negative Contro l

MEG- 6020 * Measles (Rubeola)  Positive Contro l, IgG

MEM-60 30* Measles (Rubeola)  Positive Contro l, IgM

MUN- 8010 * Mum ps V irus Negative Contro l

MUG-80 20* Mum ps V irus Positive Contro l, IgG

MUM-8030 * Mum ps V irus Positive Contro l, IgM

MPN-12 10* Mycopla sma pneumoniae  Negative Contro l

MPG- 1220 * Mycopla sma pneumoniae  Positive Contro l, I gG

MPM-12 30* Mycopla sma pneumoniae  Positive Contro l, I gM

PN-85 10* Parainfluenza Virus Types 1, 2  & 3 Negativ e Contro l

PG -8520 * Parainfluenza Virus Types 1, 2  & 3 Positiv e Contro l, IgG

RSN-90 10* Respirat ory Syncy tia l Virus Negative Cont ro l

RSG- 9020 * Respirat ory Syncy tia l Virus Positive Cont ro l, IgG

VZN-701 0* Varice lla Zost er Virus  Negative Contro l

VZG- 7020* Varice lla Zost er Virus  Positive Contro l, IgG

VZM-70 30* Varice lla Zost er Virus  Positive Contro l, IgM

QAD-31 02* Ade novirus  2 well

QCH-41 02* Chlam ydia –  Inclusions 2 well

QCHE-4 502* Chlam ydia –  Ele mentary Bodies 2 well

QCM-20 02* Cytomegalovirus 2 well

QME- 6002 * Measles (Rubeola)  Virus  2 well

QMU-80 02* Mum ps V irus 2 well

QRS- 9002 * Respirat ory Syncy tia l Virus 2 well

QV Z- 7002* Varice lla Zost er Virus  2 well

QE P-66 04* Enterovirus Panel 4 well

QHS- 3504 * Herpe s s im plex Virus  Types  1  and 2 4 well

QAB-15 04* Influenza  A and Influe nza B Virus  4 well

QP -8506 * Parainfluenza Virus Types 1, 2 , and 3  6 we ll

QRP- 6314 * Respirat ory Panel 14 we ll

CCG-99 72*  3.5 mL

CCG-99 22*  20 mL

CCM- 9974 *  3.5 mL

CCM- 9924 *  20 mL

CXCG-9 972*  3.5 mL

CXCM-997 4*  3.5 mL

CGC-99 79*  3.5 mL

PBS- 9990* Phospha te Buffe re d Sa line ( PBS), 1 L 1 pa c ket

PBS- 9991* Phospha te Buffe re d Sa line ( PBS), 5 L 1 pa c ket

MM-998 5* Mounting Medium 3.5 mL dropper bottle

MM-998 6* Mounting Medium 20 mL droppe r bot tle

Code No. Product Name

Code No. Product Name

Anti-huma n IgG  Conjugate
(heav y a nd light c ha in specific)
Anti-huma n IgG  Conjugate
(heav y a nd light c ha in specific)
Anti-huma n IgG  Conjugate
(heav y a nd light c ha in specific)
Anti-huma n IgG  Conjugate
(heav y a nd light c ha in specific)

Anti-human IgG (heavy chain specific)
for detecting IgG specific antibodies
Anti-human IgG (heavy chain specific)
for detecting IgG specific antibodies
Anti-human IgM (heavy chain specific) 
for detecting IgMspecific antibodies
Anti-human IgM (heavy chain specific) 
for detecting IgMspecific antibodies
Anti-human IgG (heavy chain specific) 
for EBV IgG testing
Anti-human IgG (heavy chain specific) 
for EBV IgG testing
Anti-Guinea Pig (C3) Conjugate for use
in EBNA testing

Epste in-Barr Ea rly Antigen,
Restr icted & Diffuse (RUO )

Human He rpes virus Type 6
(RUO)

Chlam ydia  pneumonia e
(RUO)

Mycopla sma
pneumoniae

Mycopla sma  pneumoniae  Antigen
Substrate Slide

Chlam ydia  pneumonia  (TWAR)
(RUO)
Chlam ydia  pneumonia  (TWAR)
(RUO)
Chlam ydia  pneumonia  (TWAR)
(RUO)

EBV Ea rly Antige n – Restr icted
(RUO)

EBV Ea rly Antige n – Restr icted
(RUO)

Epste in-Barr Ea rly Antigen,
Dif fus e Only  (RUO)

Epste in-Barr Virus  (E BV ),
VCA

DSG 1 & DSG  3  E LISA TES T
SY STEM ( US  only )
MESACUP-2  Desm oglein
TEST ‘‘Ds g1 ’’ (CE)
MESACUP-2  Desm oglein
TEST ‘‘Ds g3 ’’ (CE)

Anti-TypeVII co llagen ELIS A
Kit  (RUO)
Anti-S kin Profile ELISA Kit
(RUO)
RNA Poly merase  III  E LISA
Kit  
Anti-S ynthetas e E LISA Kit
(RUO)

Herpe s Sim plex  Virus
Type 1, IgG
Herpe s Sim plex  Virus
Type 2, IgG

Coxsac kie virus
Group B S creen
Coxsac kie virus
Group B S creen 
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Tel.: 915 515 403 
Fax: 914 334 545 
e-mail: info@bionova.es 
www.bionova.es
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